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2. Experiment
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3. Results
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(b) ADP-bound (adenine-binding site)
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Neutron X-ray
Diffraction data
Resolution (A) 21.2-2.1 484-14
(2.21-2.10) (1.42-1.40)
Space group P2,
Unit cell (A) a=54.1,b=425,c=549
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Observed reflections

Unique reflections
Completeness (%)
Ilo(I)
Runeas® (%)
Rpin® (%)
CCip

Structural refinement
Resolution (A)

Ryor (%)
Riee® (%)
R.m.s.d. bonds (A)
R.m.s.d. angles (°)
No. of non-H atoms®
Protein
ADP/Mg
Water
No. of H/D atoms
Protein
ADP
Water
Average B-factors (A%
Protein
ADP/Mg
Water

a=y=90,=116.6

50248 888052
(4313) (42966)
12610 (1684) 44131 (2177)
95.9(89.4)  100.0 (100.0)
74(15) 39.6 (1.9)
165(70.3)  33(195.8)
7.8(39.2) 1.0 (61.4)
0991 (0.627)  1.000 (0.765)

21.2:2.1
(2.31-2.10)
18.5 (24.8)
22,6 (30.6)
0012
1185

1746
2711
115

1870
13
126

37.1
24.2/22.1
393

4. Conclusion

AR OFENTHRE RN, FEREARFREZ WD 2 & THYE TR ERIC
WBLIRAE AL A X RIEIZ T T b @k B 7R S AT 23 AT RB 72 2 & & 7R
THDOThole, ZHETORRL FEDOTMRETRL - FREIZBW
TIES T =T 52 & THIEFRIHZMREL TWEZWY, i, B—
DAL DEFHRETETNDEVNS ZEHH Y, AMED/BINDS ~0 X%
FEEBUINEFRIZEEIN L T D, ERE S % 5 2 TW2niz 2 & IR
L7zuy,



