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Tick-borne encephalitis virus
SFTSV

Orientia tsutsugamushi
Rickettsia japonica
Rickettsia heilongjiangensis
Rickettsia helvetica
Rickettsia tamurae
Rickettsia asiatica
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Descriptive epidemiology of rickettsial infections in Japan:
Scrub typhus and Japanese spotted fever, 2007-2016
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Yamaji K, Aonuma H, Kanuka H. Distribution of tick—borne diseases in Japan: Past patterns and implications for the future. J Infect Chemother 2018;24:499-504.
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Ando S, Fujita H. Diversity between spotted fever group rickettsia and ticks as vector. Medical Entomology and Zoology 2013;64:5-7. https://doi.org/10.7601/mez.64.5.
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Ministry of the Environment, Government of Japan. Nationwide sika deer and Japanese wild boar population size estimates and habitat distribution survey reports (2020) 2021.
https://www.env.go.jp/press/109239.html (accessed May 3, 2023).
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The phylogenetic relationships between type of Orientia tsutsugamushi and mite vectors. Phylogenetic tree of Orientia tsutsugamushi
based on the nucleotide sequences of the 56-kDa cell-surface antigen gene, was constructed using the neighbor-joining method.

Monma N. The relationship between genotype of Orientia tsutsugamushi and vector mites. Medical Entomology and Zoology 2013;64:3—4.
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